: The distance between the nine residue pairs used for building MSM of OsSWEET2b. The residue-residue contacts are transformed to 3 slowest tICs using MSM Builder 3.6 and the MD trajectory data were clustered to 900 states.
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Figure S2: The optimum clusters for apo simulations were chosen based on the GMRQ scores obtained using Osprey. The GMRQ values for high scoring clusters are shown in arrows for different tICs . The high scoring one with 3 tICs consists of 900 clusters were chosen for final MSM. The training data set scores and the test data set scores are shown as circles and triangles. Implied timescales plot for ten slowest eigenvectors are shown ( Figure S2D ). The lag time of 13 ns was chosen to build MSM as the process is considered as Markovian in nature.
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Figure S3: The osprey scores for glucose transport simulation data ( Figure S3A-S3C ). The high scoring one with 3 tICs and 900 clusters was chosen to build MSM. The training data set scores and the test data set scores are shown as circles and triangles. D) Implied timescales plot for ten slowest eigenvectors are shown ( Figure S3D ). The lag time of 18 ns was chosen to build MSM as the process is considered as Markovian in nature. LbSemiSWEET TySemiSWEET EcSemiSWEET VsSemiSWEET AtSWEET1 OsSWEET2b
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